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Figure S1

Alignments of PPR editing factors to their target sites. For each factor, the name of the
protein and its editing site are listed, then successively the types of PPR motif, the amino
acids at position 6, the amino acids at position 1°, an indication of the degree to which
these amino acids ‘match’ the RNA using the code developed in this work, and lastly the
RNA sequence (in lower case). .’ and ‘.’ indicate experimentally validated (see Figure 4)
and computationally predicted (see Figure 3) matches, respectively. Mismatches are
indicated by ‘X’. All proteins are aligned such that the C-terminal S motif aligns with the
nucleotide at -4 with respect to the edited C (indicated in upper case).
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