Table S1. Strains used in this study
	Strain
	Genotype
	Reference

	YPH499
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1
	[1]

	YPH500
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1
	[1]

	Y397
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-13myc:His3MX6
	


[2] ADDIN EN.CITE 

	Y1926
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-13myc:KanMX6
	This study

	Y1927
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-T566A-13myc:KanMX6
	This study

	Y1928
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 bub1∆::KanMX6
	This study

	Y1909
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-T566A-HIS3
	This study

	Y2025
	MATalpha ura3-52 his3∆200 mps1-1 BUB1-13myc:His3MX6
	This study

	Y14
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 cfiii(cen3.l.yph983)trp1 sup11
	P. Hieter

	Y1929
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 cfiii(cen3.l.yph983)trp1 sup11 bub1∆::KanMX6
	This study

	Y1930
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 cfiii(cen3.l.yph983)trp1 sup11 BUB1-T566A-HIS3
	This study

	Y1913
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 CDC28-13myc:HIS3MX6
	This study

	Y530
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 bub1∆::LEU2
	[3]

	Y548
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 bub3∆::kanMX6
	


[2] ADDIN EN.CITE 

	YVM112
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 

ctf3 ::HIS3
	


[4] ADDIN EN.CITE 

	Y1961
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-T566A:HIS3
	This study

	YPH501
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1
	[1]

	Y1931
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 BUB1-T566A-HIS3/BUB1+
	This study

	Y1932
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 BUB1-T566A:HIS3/BUB1-T566A:HIS3
	This study

	Y1963
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 BUB1-T566A:HIS3/BUB1-T566A:HIS3
	This study

	Y811
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 ctf13-30/ctf13-30
	


[2] ADDIN EN.CITE 

	Y2008
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 ctf13-30/ctf13-30  BUB1-T566A:HIS3/ BUB1-T566A:HIS3
	This study

	Y748
	MATa/MATalpha ura3-52/ura3-52 lys2-801/lys2-80 ade2-101/ade2-101 trp1∆63/trp1∆63 his3∆200/his3∆200 leu2∆1/leu2∆1 ctf3∆:HIS3/ctf3∆:TRP1
	This study

	Y1933
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 BUB1-T566A-HIS3 mad2∆::KanMX6
	This study

	Y1934
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 bub1-K733A-13myc:KanMX6
	This study

	Y1910
	MATa ura3-52 lys2-801 ade2-101 trp1∆63 his3∆200 leu2∆1 bub1-KD∆-13myc:His3MX6
	This study

	YBS492
	MATa ura3-1 ade2-1 his3-11,15 leu2-3,112 trp1-1 can1-100 cdc15-2 leu2::PDS1-myc18::LEU2
	


[5] ADDIN EN.CITE 

	Y2030
	MATalpha ade2-1 trp1-1 can1-100 leu2-3,112 his3-11,15 ura3 GAL, psi+ cdc28-1N BUB1-13myc:His3MX6
	This study

	Y1885
	MATa trp1-1:lacO::URA GFPlacI::HIS3 Pds1-Myc18::LEU ade2-1 leu2-3,112
	


[6] ADDIN EN.CITE 

	Y2066
	MATa trp1-1:lacO::URA GFPlacI::HIS3 Pds1-Myc18::LEU BUB1-T566A:TRP1 ade2-1 leu2-3,112
	This study

	17/14
	MATa his1
	[7]

	17/17
	MATalpha his1
	[7]
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